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Abstract: A number of novel genes are identified, which are expressed in Japanese flounder ( Paralich-
thys olivaceus) injected with Vibrio anguillarum by differential display. This paper reports the character-
ization of one of these novel genes, fibrinogen B. The full length ¢cDNA is 1 856 bases long and contains
an ORF of 1479 hases. Sequence analysis revealed that there was a C-terminal domain signature in the
deduced amino acids. Alignment analysis showed that the amino acid sequence had a high identity with
that from fishes and mammals. When challenged with Vibrio anguillarum, the expression level of flounder
JSibrinogen 3 in liver, kidney, spleen, gill, intestine and heart tissues increased obviously. These resulis
might indicate that the flounder fibrinogen 8 may help stop bleeding by helping blood clots formation, or
associate with other cytokines and play a critical role in the host immune response.
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Fig. 5 RT-PCR analysis of fibrinogen 3 expression in various tissues of Japanese flounder
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